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Hindlll BamHI

CGCCATTCTGCCTGGGGACGTCGGAGCAAGCTTGATTTAGGTGACACTATAGAATACAAGCTACTTGTTCTTTTTGCAGGATCCACCATGGTGCTGCTGT

GCGGTAAGACGGACCCCTGCAGCCTCGTTCGAACTAAATCCACTGTGATATCTTATGTTCGATGAACAAGAAAAACGTCCTAGGTGGTACCACGACGACA

pSMv > ———— RR66 ﬁ I |C
M vV L L

| mN1 ICn

SgrAl
i Nael

CCCGCAAGCGCCGGCGGCAGCATGGCCAGCTCTGGTTCCCTGAGGGTTTCAAAGTGTCAGAGGCCAGCAAGAAGAAGCGGAGAGAGCCCCTCGGCGAGGA

GGGCGTTCGCGGCCGCCGTCGTACCGGTCGAGACCAAGGGACTCCCAAAGTTTCACAGTCTCCGGTCGTTCTTCTTCGCCTCTCTCGGGGAGCCGCTCCT

=—iC =
S R K R RR QHGOQL WFUPETGTFIKV SEASTKTIKT K RTRETPTLGED
mN1 ICn

Tth111l

CTICAGTCGGCCTCAAGCCCCTGAAGAATGCCTCAGATGGTGCTCTGATGGACGACAATCAGAACGAGTGGGGAGACGAAGACCTGGAGACCAAGAAGTTC

T

GAGTCAGCCGGAGTTCGGGGACTTCTTACGGAGTCTACCACGAGACTACCTGCTGTTAGTCTTGCTCACCCCTCTGCTTCTGGACCTCTGGTTCTTCAAG

s v G L K P L K NASDGAL MDDNIOOQONEWSGD E D L E T K K F
mN1 ICn

AGGTTTGAGGAGCCAGTAGTTCTCCCTGACCTGAGTGATCAGACTGACCACAGGCAGTGGACCCAGCAGCACCTGGACGCTGCTGACCTGCGCATGTCTG

TCCAAACTCCTCGGTCATCAAGAGGGACTGGACTCACTAGTCTGACTGGTGTCCGTCACCTGGGTCGTCGTGGACCTGCGACGACTGGACGCGTACAGAC

R F EE E P V VL P DL S DT DMHWRQW T Q0 QQH L DA AD L R M S
mN1 ICn

CCATGGCCCCAACACCGCCTCAGGGGGAGGTGGATGCTGACTGCATGGATGTCAATGTTCGAGGACCAGATGGCTTCACACCCCTCATGATTGCCTCCTG

T

GGTACCGGGGTTGTGGECGGAGTCCCCCTCCACCTACGACTGACGTACCTACAGTTACAAGCTCCTGGTCTACCGAAGTGTGGGGAGTACTAACGGAGGAC
= \/otch MD me—
A°M AP TPPOQGEJVTDADTCWMDVNUVRGEPUDGTFTTPTLMTIAS SSC
mN1 ICn

Pstl Narl

CAGTGGAGGGGGCCTTGAGACAGGCAACAGTGAAGAAGAAGAAGATGCACCTGCTGTCATCTCTGACTTCATCTACCAGGGCGCCAGCTTGCACAACCAG

GTCACCTCCCCCGGAACTCTGTCCGTTGTCACTTCTTCTTCTTCTACGTGGACGACAGTAGAGACTGAAGTAGATGGTCCCGCGGTCGAACGTGTTGGTC

s G G G L ET GNSEEETETDW A®PA AV I §$DF I Y Q G A S L H N Q
mN1 ICn

ACAGACCGCACCGGGGAGACCGCCTTGCACTTGGCTGCCCGATACTCTCGTTCAGATGCTGCAAAGCGCTTGCTGGAGGCCAGTGCAGATGCCAACATCC
TGTCTGGCGTGGCCCCTCTGGCGGAACGTGAACCGACGGGCTATGAGAGCAAGTCTACGACGTTTCGCGAACGACCTCCGGTCACGTCTACGGTTGTAGG
T bR T GE T AL HL A AR Y SR S D AAKIR L L E A S A D A N I

mN1 ICn

Bglll
Pstl BstXI

AGGACAACATGGGCCGTACTCCGTTACATGCAGCAGTTTCTGCAGATGCTCAGGGTGTCTTCCAGACCCTGCTCCGGAACAGGGCCACAGATCTGGATGC

TCCTGTTGTACCCGGCATGAGGCAATGTACGTCGTCAAAGACGTCTACGAGTCCCACAGAAGGTCTGGGACGAGGCCTTGTCCCGGTGTCTAGACCTACG

a bNM GIR TP L HAWAV S ADAOQGVY F QT L L R NI RATD L D A
mN1 ICn
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Nsil Sphl

CCGAATGCATGATGGCACAACTCCACTGATCCTGGCTGCGCGCCTGGCCGTGGAGGGCATGCTGGAGGACCTCATCAACTCACATGCTGACGTCAATGEC

GGCTTACGTACTACCGTGTTGAGGTGACTAGGACCGACGCGCGGACCGGCACCTCCCGTACGACCTCCTGGAGTAGTTGAGTGTACGACTGCAGTTACGG
R MHODGT TP L I L ANAR L AV EGMLEODUL I NS H A D V N A

900

mN1 ICn

:Notl §ac|l

GTGGATGACCTAGGCAAGTCGGCTTTGCATTGGGCGGCCGCGGTGAACAATGTGGATGCTGCTGTTGTGCTCCTGAAGAACGGAGCCAACAAGGACATGC

CACCTACTGGATCCGTTCAGCCGAAACGTAACCCGCCGGCGCCACTTGTTACACCTACGACGACAACACGAGGACTTCTTGCCTCGGTTGTTCCTGTACG
v b b L G K S AL HWAAAV NNV D AAV V L L K N G A N K D M

1000

mN1 ICn

AGAACAACAAGGAGGAGACTCCCCTGTTCCTGGCCGCCCGTGAGGGCAGCTATGAGACGGCCAAAGTGTTGCTGGACCACTTTGCCAACCGGGACATCAC

TCTTGTTGTTCCTCCTCTGAGGGGACAAGGACCGGCGGGCACTCCCGTCGATACTCTGCCGGTTTCACAACGACCTGGTGAAACGGTTGGCCCTGTAGTG
a NN K E E T P L F L A AR E G S Y E T A K V L L DHF A N R D I T

mN1 ICn

Sacll

GGATCACATGGACCGATTGCCGCCGGACATCGCACAGGAGCGTATGCACCACGATATCGTGCGGCTTTTGGATGAGTACAACCTGGTGCGCAGCCCACAG

CCTAGTGTACCTGGCTAACGGCGCCCTGTAGCGTGTCCTCGCATACGTGGTGCTATAGCACGCCGAAAACCTACTCATGTTGGACCACGCGTCGGGTGTC
b HM™MDRLPWRDI AQERM®HMHD I V R L L DE Y NL V R S P Q

Pvull

1200

mN1 ICn

CTGCATGGCACTGCCCTGGGTGGCACACCCACTCTGTCTCCCACACTCTGCTCGCCCAATGGCTACCTGGGCAATCTCAAGTCTGCCACACAGGGCAAGA

GACGTACCGTGACGGGACCCACCGTGTGGGTGAGACAGAGGGTGTGAGACGAGCGGGTTACCGATGGACCCGTTAGAGTTCAGACGGTGTGTCCCGTTCT
L H G T AL GG T P T L S P T L C S PN GY L GNL K S A T Q0 G K

1300

mN1 ICn

BstXI

AGGCCCGCAAGCCCAGCACCAAAGGGCTGGCTTGTGGTAGCAAGGAAGCTAAGGACCTCAAGGCACGGAGGAAGAAGTCCCAGGATGGCAAGGGCTGCCT

TCCGGGCGTTCGGGTCGTGGTTTCCCGACCGAACACCATCGTTCCTTCGATTCCTGGAGTTCCGTGCCTCCTTCTTCAGGGTCCTACCGTTCCCGACGGA
K AR K P S T K G L A C G S K E A K D L K A R R K K S Q0 D G K G C L

1400

mN1 ICn

:MIuI :Sall :CIaI :Dral

GTTGGACAGCTCGATGACGCGTCATCGAGGTCGACGGTATCGATTTAAAGCTATGGAGCAAAAGCTCATTTCTGAAGAGGACTTGAATGAAATGGAGCAA

T

CAACCTGTCGAGCTACTGCGCAGTAGCTCCAGCTGCCATAGCTAAATTTCGATACCTCGTTTTCGAGTAAAGACTTCTCCTGAACTTACTTTACCTCGTT

L bs s M T RHRGRWRYRF K AMEW QKL I S E E DL NEME Q

1500

mN1 ICn

AAGCTCATTTCTGAAGAGGACTTGAATGAAATGGAGCAAAAGCTCATTTCTGAAGAGGACTTGAATGAAATGGAGCAAAAGCTCATTTCTGAAGAGGACT

T

TTCGAGTAAAGACTTCTCCTGAACTTACTTTACCTCGTTTTCGAGTAAAGACTTCTCCTGAACTTACTTTACCTCGTTTTCGAGTAAAGACTTCTCCTGA

K L I s E E DL NE M E QK L I'S EEDL NEME QK L I S E E D

1600

mN1 ICn

TGAATGAAATGGAGCAAAAGCTCATTTCTGAAGAGGACTTGAATGAAATGGAGAGCTTGGGCGACCTCACCATGGAGCAAAAGCTCATTTCTGAAGAGGA

T

ACTTACTTTACCTCGTTTTCGAGTAAAGACTTCTCCTGAACTTACTTTACCTCTCGAACCCGCTGGAGTGGTACCTCGTTTTCGAGTAAAGACTTCTCCT

L NEME QK L I S EEDLNZEMESL GGDUL T MEOQQK L I S E E D

1700

mN1 ICn
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Pstl
i Xmal
Smal

EcoRI BamHI Spel Xbal SnaBI

CTTGAATTCCTGCAGCCCGGGGGATCCACTAGTTCTAGAACTATAGTGAGTCGTATTACGTAGATCCAGACATGATAAGATACATTGATGAGTTTGGACA

GAACTTAAGGACGTCGGGCCCCCTAGGTGATCAAGATCTTGATATCACTCAGCATAATGCATCTAGGTCTGTACTATTCTATGTAACTACTCAAACCTGT

L NS C S P G D P L V L E L
mN1 ICn

Hpal

AACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAAC

TTGGTGTTGATCTTACGTCACTTTTTTTACGAAATAAACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTG

Apal
Sacll BstXI i Acc65I
Notl  { Narl Nsil Kpnl

AACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAATTCGCGGCCGCGGCGCCAATGCATTGGGCCCGGTACCCAG

TTGTTGTTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAATTAAGCGCCGGCGCCGCGGTTACGTAACCCGGGCCATGGGTC
-SK+ =

CTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAAC

GAAAACAAGGGAAATCACTCCCAATTAACGCGCGAACCGCATTAGTACCAGTATCGACAAAGGACACACTTTAACAATAGGCGAGTGTTAAGGTGTGTTG

I | S < -+

ATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAA

TATGCTCGGCCTTCGTATTTCACATTTCGGACCCCACGGATTACTCACTCGATTGAGTGTAATTAACGCAACGCGAGTGACGGGCGAAAGGTCAGCCCTT

I | S < -+

Ori

Pvull

ACCTGTCGTGCCAGtTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCG

TGGACAGCACGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCAAACGCATAACCCGCGAGAAGGCGAAGGAGCGAGTGACTGAGCGACGC

I | S < -+

Ori

CTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCA

GAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATGCCAATAGGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGT

I | S < -+

Ori

AAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAA

TTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCCGGCGCAACGACCGCAAAAAGGTATCCGAGGCGGGGGGACTGCTCGTAGTGTTTTTAGCTGCGAGTT

I - S < -+

Ori

GTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGG

CAGTCTCCACCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGACCTTCGAGGGAGCACGCGAGAGGACAAGGCTGGGACGGCGAATGGCC

I - S < -+

Ori

ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGC

TATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTGCGACATCCATAGAGTCAAGCCACATCCAGCAAGCGAGGTTCGACCCG

I | S < -+

Ori
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TGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAG

T T T T v T ¥ T v T T T v T T T T T ' T 2800
ACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGACGCGGAATAGGCCATTGATAGCAGAACTCAGGTTGGGCCATTCTGTGCTGAATAGCGGTGACCGTC

I | S < -+

CAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATT

+ } + f ' f t f f f f f t f + f ; f f + 2900
GTCGGTGACCATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTCAAGAACTTCACCACCGGATTGATGCCGATGTGATCTTCCTGTCATAA

I | S < -+

TGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTIGTT

T T T T T T T T T T T T T T T T T T T T 3000
ACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGAGAACTAGGCCGTTTGTTTGGTGGCGACCATCGCCACCAAAAAAACAA

I | S < -+

TGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAG

ACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTAGAGTTCTTCTAGGAAACTAGAAAAGATGCCCCAGACTGCGAGTCACCTTGCTTTTGAGTGCAATTC

I | S < -+
Dral Dral

GGATTTTGGTCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTATATATGAGTAAACTTG

T T T T T T T T T T T T T T T T T T T T 3200
CCTAAAACCAGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTAATTTTTACTTCAAAATTTAGTTAGATTTCATATATACTCATTTGAAC

I | S < -+

GTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTCGTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACT

T T T T v T ¥ T ¥ T T T v T T T T T ' T 3300
CAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAGATAAAGCAAGTAGGTATCAACGGACTGAGGGGCAGCACATCTATTGA

I | S < -+

ACGATACGGGAGGGCTTACCATCTGGCCCCAGTGCTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCG

T T T T T T T T T T T T T T T T T T T T 3400
TGCTATGCCCTCCCGAATGGTAGACCGGGGTCACGACGTTACTATGGCGCTCTGGGTGCGAGTGGCCGAGGTCTAAATAGTCGTTATTTGGTCGGTCGGC

I | S < -+

GAAGGGCCGAGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTAGTTCGCCAGTTAATAG

T T T T T T T T T T T T T T T T T T T T 3500
CTTCCCGGCTCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGATAATTAACAACGGCCCTTCGATCTCATTCATCAAGCGGTCAATTATC

I - S < -+

TTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTT

T T T T v T ¥ T ¥ T T T v T T T T T ' T 3600
AAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCAAACCATACCGAAGTAAGTCGAGGCCAAGGGTTGCTAGTTCCGCTCAA

I | S < -+
Pvul

ACATGATCCCCCATGTTGTGCAAAAAAGCGGTTAGCTCCTTCGGTCCTCCGATtGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGG

T T T T T T T T T T T T T T T T T T T T 3700
TGTACTAGGGGGTACAACACGTTTTTTCGCCAATCGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACC

I - S < -+

CAGCACTGCATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAGAATAGTGTATGCGGCG

T T T T v T ¥ T ¥ T T T v T T T T T ' T 3800
GTCGTGACGTATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACACTGACCACTCATGAGTTGGTTCAGTAAGACTCTTATCACATACGCCGC

—SK+ . __________________________________________________________________________________|]
Dral Xmnl

ACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGAAAAtGTTCTTCGGGGCGAAAA

T T T T T T T T T T T T T T T T T T T T 3900
TGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGTCTTGAAATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCTTTT

I - S < -+

CTCTCAAGGATCTTACCGCTGTTGAGATCCAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGT

T T T T T T T T T T T T T T T T T T T T 4000
GAGAGTTCCTAGAATGGCGACAACTCTAGGTCAAGCTACATTGGGTGAGCACGTGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCA

I | S < -+
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Sspl

GAGCAAAAACAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTCAATATTATTGAAGCAT

CTCGTTTTTGTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTATGAGTATGAGAAGGAAAAAGTTATAATAACTTCGTA
' | -
TTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAACAAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCT

T T T T T T T T T T T T T T T T T T T T 4200
AATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTTTATTTGTTTATCCCCAAGGCGCGTGTAAAGGGGCTTTTCACGGTGGA

I | S < -+

Sspl

AAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAA
| : ; i ; : : | i : ; : ; : : | i | : F 4300
TTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATT

I | S < -+

ATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGTCAAAGGGCGAAAAACC
= f = I f I = I = f = I ; I f I = f = + 4400
TAGTTTTCTTATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCAGTTTCCCGCTTTTTGEG

I | S < -+

GTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCC
+ } t } + } + } + } + } t } + } + } + + 4500
CAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGG

I | S < -+

Nael

CCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGC GAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGT
= f = I f I = I = f = I ; I f I = f = + 4600
GGGCTAAATCTCGAACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCA

I - S < -+

Pvul

CACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCCCATTCGCCATTCAGGCTGCGCAACTGTTGGGAAGGGCGATCG
: : ; i ; | : | i : ; : ; : ! | i | ; F 4700
GTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGTCCCGCGCAGGGTAAGCGGTAAGTCCGACGCGTTGACAACCCTTCCCGCTAGC

S K+

SaH

GTGCGGGCCTCTTCGCTATTACGCCAGTCGACCATAGCCAATTCAATATGGCGTATATGGACTCATGCCAATTCAATATGGTGGATCTGGACCTGTGCCA
+ } t } + } + } + } + } t } + } + } + + 4800
CACGCCCGGAGAAGCGATAATGCGGTCAGCTGGTATCGGTTAAGTTATACCGCATATACCTGAGTACGGTTAAGTTATACCACCTAGACCTGGACACGGT

— S ﬁl pSMv

ATTCAATATGGCGTATATGGACTCGTGCCAATTCAATATGGTGGATCTGGACCCCAGCCAATTCAATATGGCGGACTTGGCACCATGCCAATTCAATATG
: : ; i ; | : | | : ; : ; : : | i | : F 14900
TAAGTTATACCGCATATACCTGAGCACGGTTAAGTTATACCACCTAGACCTGGGGTCGGTTAAGTTATACCGCCTGAACCGTGGTACGGTTAAGTTATAC

pSMv

GCGGACTTGGCACTGTGCCAACTGGGGAGGGGTCTACTTGGCACGGTGCCAAGTTTGAGGAGGGGTCTTGGCCCTGTGCCAAGTCCGCCATATTGAATTG
= f = I f I = I = f = I ; I f I = f = + 5000
CGCCTGAACCGTGACACGGTTGACCCCTCCCCAGATGAACCGTGCCACGGTTCAAACTCCTCCCCAGAACCGGGACACGGTTCAGGCGGTATAACTTAAC

pSMv

GCATGGTGCCAATAATGGCGGCCATATTGGCTATATGCCAGGATCAATATATAGGCAATATCCAATATGGCCCTATGCCAATATGGCTATTGGCCAGGTT

CGTACCACGGTTATTACCGCCGGTATAACCGATATACGGTCCTAGTTATATATCCGTTATAGGTTATACCGGGATACGGTTATACCGATAACCGGTCCAA
pSMv

CAATACTATGTATTGGCCCTATGCCATATAGTATTCCATATATGGGTTTTCCTATTGACGTAGATAGCCCCTCCCAATGGGCGGTCCCATATACCATATA
: : ; i ; | : | i : ; : ; : : | : | ; F 5200
GTTATGATACATAACCGGGATACGGTATATCATAAGGTATATACCCAAAAGGATAACTGCATCTATCGGGGAGGGTTACCCGCCAGGGTATATGGTATAT

pSMv
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Ndel
f f f + 5300

TGGGGCTTCCTAATACCGCCCATAGCCACTCCCCCATTGACGTCAATGGTCTCTATATATGGTCTTTCCTATTGACGTCATATGGGCGGTCCTATTGACG
ACCCCGAAGGATTATGGCGGGTATCGGTGAGGGGGTAACTGCAGTTACCAGAGATATATACCAGAAAGGATAACTGCAGTATACCCGCCAGGATAACTGC

pSMv
+ 5400

Narl

TATATGGCGCCTCCCCCATTGACGTCAATTACGGTAAATGGCCCGCCTGGCTCAATGCCCATTGACGTCAATAGGACCACCCACCATTGACGTCAATGGG
ATATACCGCGGAGGGGGTAACTGCAGTTAATGCCATTTACCGGGCGGACCGAGTTACGGGTAACTGCAGTTATCCTGGTGGGTGGTAACTGCAGTTACCC

pSMv
+ 5500

ATGGCTCATTGCCCATTCATATCCGTTCTCACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCACTTGGCAGTACATCAATATCTATTAATAGTAAC

+ 5600

pSMv

TACCGAGTAACGGGTAAGTATAGGCAAGAGTGCGGGGGATAACTGCAGTTACTGCCATTTACCGGGTGAACCGTCATGTAGTTATAGATAATTATCATTG
TTGGCAAGTACATTACTATTGGCAAGTACGCCAAGGGTACATTGGCAGTACTCCCATTGACGTCAATGGCGGTAAATGGCCCGCGATGGCTGCCAAGTAC

pSMv
+ 5700

AACCGTTCATGTAATGATAACCGTTCATGCGGTTCCCATGTAACCGTCATGAGGGTAACTGCAGTTACCGCCATTTACCGGGCGCTACCGACGGTTCATG
ATCCCCATTGACGTCAATGGGGAGGGGCAATGACGCAAATGGGCGTTCCATTGACGTAAATGGGCGGTAGGCGTGCCTAATGGGAGGTCTATATAAGCAA

TAGGGGTAACTGCAGTTACCCCTCCCCGTTACTGCGTTTACCCGCAAGGTAACTGCATTTACCCGCCATCCGCACGGATTACCCTCCAGATATATTCGTT
pSMv

TGCTCGTTTAGGGAAC
i ; = 5716

ACGAGCAAATCCCTTG
pSMv
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Enzyme Freq Position(s)
Aatll 10 : 21 893 5243 5278 5325 5368 5393 5447 5563 5614
G ACGT C
C TGCA G
AccB51 1 1992
G GTAC C
C CATG G
Acl1 2 3509 3882
AA CG TT
TT GC AA
Afel 1 667
AGC GCT
TCG CGA
Ahd1 . 1 3283
GACNN N NNGTC
CTGNN N NNCAG
ATwNI . 5 372 658 739 768 2806
CAG NNN CTG
GTC NNN GAC
Apal 1 1990
G GGCC C
C CCGG G
Apall 2 2704 3950
G TGCA C
C ACGT G
Asel 4 2161 2220 3455 5490
AT TA AT
TA AT TA
Avrll 1 909
C CTAG G
G GATC C
Bael . 1 666
NNNNN NNNNNNNNNNACN
NNNNN NNNNNNNNNNTGN
Bael " 1 633

ACNNNNGTAYCNNNNNNN N
TGNNNNCATRGNNNNNNN N
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Enzyme Freg Position(s)
BOmHi 2 : 79 1722
G GATC C
C CTAG G
Bbel . 3 : 584 1976 5310
G GCGC C
C CGCG G
)
BbsI . 2 : 284 750
GAAGACNN NNNN

CTTCTGNN NNNN

Bcgl 1 : 3788

NN NNNNNNNNNNCGANNN
NN NNNNNNNNNNGCTNNN

Begl 1 . 3822
CGANNNNNNTGCNNNNNNNN
GCTNNNNNNACGNNNNNNNN
Beivl 2 . 2593 4120
GTATCCNNNNN N
CATAGGNNNNN N
0
Bcu¢ 1 : 336
T GATC A
A CTAG T
Bgll 6 . 3403 4670 5027 5083 5347 5469

v
GCCN NNN NGGC
CGGNTNNN NCCG

Bglll 1 : 789
A GATC T
T CTAG A

Bmrl 2 . 3323 4931
ACTGGGNNNN N
TGACCCNNNNTN

Bpll 2 : 173 205

NNNNN NNNNNNNNGAGNN
NNNNN NNNNNNNNCTCNN

Bpll" 2 : 173 205
GAGNNNNNCTCNNNNNNNN
CTCNNNNNGAGNNNNNNNN

Boml 4 : 304 694 883 3353
CTGGAGNNNNNNNNNNNNNN

GACCTCNNNNNNNNNNNNNN
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Enzyme Freg Position(s)
BpulOl 2 : 749 1349
CC TNA GC
GG ANT CG
A
Bsal . 4 280 610 3344 5254
GGTCTCN NNNN
CCAGAGN NNNN
BsaXl . 3 1221 2265 4359
NNN NNNNNNNNNACNNNN
NNN NNNNNNNNNTGNNNN
BsaXx1l' 3 1251 2235 4389
ACNNNNNCTCCNNNNNNN N
TGNNNNNGAGGNNNNNNN N
)
BseRI 3 322 1027 4972
GAGGAGNNNNNNNN NN
CTCCTCNNNNNNNN NN
Bsgl 1 704
GTGCAGNNNNNNNNNNNNNN
CACGTCNNNNNNNNNNNNNN
BsmBI . 2 266 1048
CGTCTCN NNNN
GCAGAGN NNNN
Bsml 4 231 809 1818 1911
GAATG CN
CTTAC GN
BspE I 1 773
T CCGG A
A GGCC T
A
BspHI 3 485 3110 4118
T CATG A
A GTAC T
BspMI . 2 395 558
ACCTGCNNNN NNNN
TGGACGNNNN NNNN
BsrBI . 4 2082 2323 4124 4569
CCG CTC
GGC GAG
)
BsrDI 5 3344 3518 5406 5634 5704
GCAATG NN

CGTTAC NN
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BssHII 2 838

v
G CGCG C
C GCGC G
0
BssSi 3 : 2563
C ACGA G
G TGCT C
0
BstAPI ¢ 2 : 739
GCAN NNN NTGC
CGTN NNN NACG
0
BstXI . 3 : 792
CCAN NNNN NTGG
GGTN NNNN NACC
0
Bsu361 2 : 140
CC TNA GG
GG ANT CC
0
BtslI 7 : 361
GCAGTG NN
CGTCAC NN
0
Clal , 1 : 1440
AT CG AT
TA GC TA
0
Dral . 4 : 1446
TTT AAA
AAA TTT
0
Dralll . 1 : 4425
CAC NNN GTG
GTG NNN CAC
Drdl . 2 : 2498
GACNN NN NNGTC
CTGNN NN NNCAG
Eagl 2 : 935
C GGCC G
G CCGG C
0
Earl . 9 : 1469
CTCTTCN NNN
GAGAAGN NNN
Ecil 6 : 2452

GGCGGANNNNNNNNN NN
CCGCCTNNNNNNNNNTNN

2029

3947 4822

1394

1326 1983

507 1208

4380

1965

1508 1547

2598 3426

1823 2176 3683

3860

1586 1625 1688

4886 4916 4974

3703

2274

4078

4715
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Enzyme Freg Position(s)
Ecob571 10 : 241 994 1493 1532 1571 1610 1649 1712 2938 3950
CTGAAGNNNNNNNNNNNNNN
GACTTCNNNNNNNNNNNNNN

EcoNI . 1 : 193
CCTNN N NNAGG
GGANN N NNTCC
0
EcoRi 1 : 1704
G AATT C
C TTAA G
EcoRV . 1 : 1155
GAT ATC
CTA TAG
Fspl 4 : 391 1189 3505 4677
TGC GCA
ACG CGT
0
H\mdill 1 : 28
A AGCT T
T TCGA A
0
Hpal 1 : 1897
GTT AAC
CAA TTG
0
Kosl¢ 3 : 580 1972 5306
G GCGC C
C CGCG G
0
Kpnl 1 : 1996
G GTAC C
C CATG G
0
Mfel¢ 1 : 1906
C AATT G
G TTAA C
Mlul 1 : 1417
0 .
A CGCG T
T GCGC A
0
Mscl . 2 : 125 5093
TGG CCA
ACC GGT
0
Nael 2 : 112 4528

v
GCC GGC
CGG CCG

0
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Enzyme Freg Position(s)
Nar I $ 3 : 581 1973 5307
GG CG CC
CC GC GG
)
Ncol¢ 3 : 86 401 1670
C CATG G
G GTAC C
Ndel $ 1 : 5280
CA TA TG
GT AT AC
NgoMIV 2 : 110 4526
G CCGG C
C GGCC G
A
NotI $ 2 : 935 1965
GC GGCC GC
CG CCGG CG
)
Nsil . 2 : 809 1983
A TGCA T
T ACGT A
)
PCII¢ 1 : 2390
A CATG T
T GTAC A
PpulOl 2 : 805 1979
A TGCA T
T ACGT A
A
Psil . 2 : 1877 4297
TTA TAA
AAT ATT
)
PspOMI 1 : 1986
G GGCC C
C CCGG G
A
Pstl . 3 : 502 744 1714
C TGCA G
G ACGT C
)
Pvul . 2 : 3653 4698
CG AT CG
GC TA GC
Pvull . 2 : 1200 2214
CAG CTG

GTC GAC
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Enzyme Freg Position(s)
Sacll . 3 : 941 1123 1971

CC GC GG

GG CG CC

T

So|1¢ 2 : 1430 4727

G TCGA C

C AGCT G

A

Sapl 1 : 2274

GCTCTTCN NNN
CGAGAAGN NNN
Scal . 2 : 3763 5549
AGT ACT
TCA TGA
0
SexAi 1 : 1181
A CCWGG T
T GGWCC A
0
Sfol . 3 : 582 1974 5308
GGC GCC
CCG CGG
0
SgrAl 1 : 110
CR CCGG YG
GY GGCC RC
Smal . 1 : 1718
CCC GGG
GGG CCC
0
SnaB]1 . 1 : 1759
TAC GTA
ATG CAT
Spel 1 : 1728
A CTAG T
T GATC A
0
Sphl 1 : 861
G CATG C
C GTAC G
Sspl 2 : 4087 4217
AAT ATT
TTA TAA
Tth1111 1 : 202

v
GACN N NGTC
CTGN N NCAG
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Enzyme Freg Position(s)
Xbal . 1 : 1734
T CTAG A :
A GATC T
A
1263 5538

Xcml 3 : 1068

v
CCANNNN N NNNNTGG
GGTNNNNTN NNNNACC

chﬂ‘L 1 : 1716
C CCGG G
G GGCC C
0
Xmn [ . 1 : 3882
GAANN NNTTC :

CTTNN NNAAG
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Non-Cutting Enzymes
AfIT1 Agel Ascl BbvCl Blpl BsaBlI BsiWI BsrGl BstBI BstEII
BstzZ171 Btrl EcolCRI Fsel Nhel Nrul Pacl PfIMI Pmel Pml I
PshAl Rsrll Sacl SanDI Sbfl Sfil Sgfl Srfl Stul Swal
Xhol



FEATURES
CDS

m sc_feature

CDS

m sc_feature
m sc _feature
m sc _feature
m sc_feature

m sc_feature

BASE COUNT

1

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221

Location/Qualifiers
join(1447..1648, 1670..1704)
/note="6 nyc tag"

27..45

/ note="rr 66"

88..1746

/note="1Cn ORF"

88..1746

/note="mM\1 | Cn"

76..108

/note="1C A igos"

conpl enent (442. . 459)

/ not e=" Mot ch MD'

1994. . 4724
/ not e=" SK+"
2120. . 2666
/note="CRl"

1454 a 1423 c

1485 ¢

1354 t

CCCCATTCTG CCTGEEEACG TCCGAGCAAG CTTGATTTAG GIGACACTAT AGAATACAAG
CTACTTGITC TTTTTGCAGG ATCCACCATG GIGCTGCTGIT CCOGCAAGCG CCEECEECAG
CATGECCAGC TCTGGITCCC TGAGSGITTC AAAGIGICAG AGGCCAGCAA GAAGAAGRCEG
AGAGAGCCCC TCGECGAGGA CTCAGICEEC CTCAAGCCCC TGAAGAATGC CTCAGATGGET
GCTCTGATGG ACGACAATCA GAACGAGTGG GGAGACGAAG ACCTGGRAGAC CAAGAAGTITC
AGGTTTGAGG AGCCAGTAGT TCTCCCTGAC CTGAGIGATC AGACTGACCA CAGGCAGIGG
ACCCAGCCAGC ACCTGGACCC TGCTGACCTG CGECATGICTG CCATGECCCC AACACCECCT

CAGEEEGAGG TCGATGCTGA

CTGCATGGAT

GICAATGITC GAGGACCAGA

TGECTTCACA

COCCTCATGA TTGCCTCCTG CAGIGRAGEG GECCTTGAGA CAGECAACAG TGAAGAAGAA
GAAGATGCAC CTGCTGICAT CTCTGACTTC ATCTACCAGG GOGCCACGCTT
ACAGACCGECA CCCEEGAGAC CECCTTGCAC TTGECTACCC GATACTCTCG TTCAGATGCT

GCAAAGCCCT TGCTGGRAGEC
COGITACATG CAGCAGITTC
AGGCGCCACAG ATCTGGATCC
CACCTEECCG TCRAGEECAT
GIGGATGACC TAGECAAGTC
GCTGITGIGC TCCTGAAGAA

CAGTGCAGAT
TGCAGATGCT
CCGAATGCAT
GCTGGAGGAC
GCTTTGCAT
CGGAGCCAAC

GCCAACATCC AGGACAACAT
CAGEGTGICT TCCAGACCCT
GATGECACAA CTCCACTGAT
CTCATCAACT CACATGCCTCGA
TGEE0EECCG CEGTGAACAA
AAGGACATCC AGAACAACAA

CCCCTGITCC TAECOECCCG TGAGGECAGC TATGAGACGESE CCAAAGIGIT

TTTGCCAACC GGGACATCAC
CGTATGCACC ACGATATCGT

GCCTACCTGG GCAATCTCAA
AAAGEECTGG CTTGIGGTAG
CAGGATGECA AGEECTGCCT
CGATTTAAAG CTATGGAGCA
AACCTCATTT CTGAAGAGA
TTGAATGAAA TGGAGCAAAA
CTCATTTCTG AAGAGGACTT
AACCTCATTT CTGAAGAGA
CTATAGIGAG TCGTATTACG
AACCACAACT AGAATGCAGT
TTTATTTGIA ACCATTATAA
TATGITTCAG GITCAGEEG

GGATCACATG

GACCGATTGC CGOGEGACAT

GCACAACCAG

GEECOGTACT
GCTCCGCEAAC
CCTGECTCCG
CGTCAATGCC
TGTGGATGCT
GGAGGAGACT
GCTGGACCAC
CCCACAGGAG

GCAXTTTTG GATGAGTACA ACCTGGTGCG CAGCCCACAG
CTGCATGECA CTGCCCTGEG TGECACACCC ACTCTGICTC CCACACTCTG CTCGECCCAAT

GICTGCCACA
CAAGGAACCT

CAGGEECAAGA AGGCCCGECAA
AAGGACCTCA AGGECACGCEAG

GCCCAGCACC
GAAGAAGTCC

GITGGACAGC TCGATGACGC GICATCGAGG TCGACGGTAT

AAACCTCATT
CTTGAATGAA
GCTCATTTCT

TCTGAAGAGG ACTTGAATGA
ATGGAGCAAA AGCTCATTTC
GAAGAGGACT TGAATGAAAT

GAATGAAATG GAGAGCTTGG GCGACCTCAC

CTTGAATTCC
TAGATCCAGA

TGCAGCCCGEG GEGATCCACT
CATGATAAGA TACATTEATG

AATGGAGCAA
TGAAGAGGAC
GGAGCAAAAG
CATGGAGCAA
AGITCTAGAA
AGITTGGACA

GAAAAAAATG CTTTATTTGI GAAATTTGIG ATGCTATTGC

GCTGCAATAA
AGGTGTGEIA

ACAAGITAAC AACAACAATT
GGITTTTTAA TTCEOEECCG

GCATTGEECC CGGTACCCAG CTTTTGITCC CTTTAGTGAG GGTTAATTGC
TCCTGIGTGA AATTGITATC CGCTCACAAT TCCACACAAC
GIGTAAAGCC TGEEGTGCCT AATGAGIGAG CTAACTCACA
GCCCCCTTTC CAGITCEEEAA ACCTGICGTG CCAGCTGCAT
GEEGAGAGEC GGITTGCGTA TTGEECACTC TTCCACTTCC

TAATCATGGT CATAGCTGIT
ATACGAGCCG GAAGCATAAA
TTAATTGCGT TGCGCTCACT
TAATGAATCG GCCAACCCEC

-1 -

GCATTCATTT
CGECACCAAT
GCCCTTAECG



2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3961
4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641

TCGCTCACTG ACTCGCTACG CTCEGTCGTT
AAGCCGGTAA TACGGITATC CACAGAATCA
AAAGECCAGC AAAAGBCCAG GAACCGTAAA
CTCCGCCCCC CTGACGAGCA TCACAAAAAT
ACAGGACTAT AAAGATACCA GECGITTCCC
COGACCCTGEC CCCTTACCGEG ATACCTGICC
TCTCATAGCT CACCCTGTAG GTATCTCAGT
TGTGIGCACG AACCCCCCGT TCAGCCCGAC
GAGICCAACC CGGTAAGACA CGACTTATCG
AGCAGAGCGA GGTATGTAGG CGGTGCTACA
TACACTAGAA GCGACAGTATT TGGTATCTGC
AGAGITGGTA GCTCTTGATC CGECAAACAA
TGCAAGCAGC AGATTACGCG CAGAAAAAAA
ACCEEGTCTG ACCCTCAGIG GAACGAAAAC
TCAAAAAGGA TCTTCACCTA GATCCTTTTA
AGTATATATG AGTAAACTTG GICTGACAGT
TCAGCGATCT GICTATTTCG TTCATCCATA
ACGATACGEEG AGEECTTACC ATCTGECCCC
TCACCEECTC CAGATTTATC AGCAATAAAC
GGTCCTGCAA CTTTATCCGEC CTCCATCCAG
AGTAGITCGC CAGITAATAG TTTGCGCAAC
TCACCCTCGT CGTTTGGTAT GECTTCATTC
ACATGATCCC CCATGITGIG CAAAAAAGCG
AGAAGTAAGT TGECCGECAGT GITATCACTC
ACTGICATGC CATCCGTAAG ATCCTTTTCT
TGAGAATAGT GTATGCGECG ACCGAGITGC
GOGCCACATA GCAGAACTTT AAAAGICCTC
CTCTCAAGGA TCTTACCGCT GITGAGATCC
TGATCTTCAG CATCTTTTAC TTTCACCAGC
AATGCCGCAA AAAAGCGAAT AAGGECGACA
TTTCAATATT ATTGAAGCAT TTATCAGSGT
TGTATTTAGA AAAATAAACA AATAGEEGTT
AAATTGTAAG CGITAATATT TTGITAAAAT
TTTTTAACCA ATAGGECCGAA ATCGGECAAAA
TAGSGTTGAG TGITGITCCA GITTGGAACA

CEECTACEEC GAGCGGTATC AGCTCACTCA
GECGATAACG CAGGAAAGAA CATGIGAGCA
AAGECCCCGT TGCTAGIT TTTCCATAGS
CGACCCTCAA GICAGAGGTG GCGAAACCCG
CCTGGEAAGCT CCCTCGTGCG CTCTCCTGI T
GCCTTTCTCC CTTCCEGAAG CGTGOECTT
TOGGTGTAGG TCGITCGCTC CAAGCTGEEC
CCCTGCECCT TATCCGGTAA CTATCGICTT
CCACTGECAG CAGCCACTGG TAACAGEATT
GAGITCTTGA AGTGGTGECC TAACTACGEC
GCTCTGCTGA AGCCAGITAC CTTCGGAAAA
ACCACCCCTG GTAGCEGTGG TTTTTTTGIT
GGATCTCAAG AAGATCCTTT GATCTITTTCT
TCACGITAAG GGATTTTGGT CATGAGATTA
AATTAAAAAT GAAGITTTAA ATCAATCTAA
TACCAATGCT TAATCAGTGA GGECACCTATC
GITGCCTGAC TCCCCGTCGT GITAGATAACT
AGTGCTGCAA TGATACCECG AGACCCACGC
CAGCCAGCCG GAAGEECOGA GCGCAGAAGT
TCTATTAATT GITGCCGEGA AGCTAGAGTA
GITGITGCCA TTGCTACAGG CATCGIGGETG
AGCTCCGGIT CCCAACGATC AAGBCGAGIT
GITAGCTCCT TCGGICCTCC GATCGITGIC
ATGGTTATGG CAGCACTGCA TAATTCICTT
GIGACTGGTG AGTACTCAAC CAAGICATTC
TCTTGCCCEG CGTCAATACG GGATAATACC
ATCATTGGAA AACGITCTTC GGEEECGAAAA
AGTTCGATGT AACCCACTCG TGCACCCAAC
GITTCTGSGT GAGCAAAAAC AGGAAGECAA
CCGAAATGIT GAATACTCAT ACTCTTCCTT
TATTGICTCA TGAGCGGATA CATATTTGAA
CCGCCCACAT TTCCCCGAAA AGTGCCACCT
TOROGITAAA TTTTTGITAA ATCAGCTCAT
TCCCTTATAA ATCAAAAGAA TAGACCGAGA
AGAGTCCACT ATTAAAGAAC GIGGACTCCA

ACGTCAAAGG
AATCAAGTTT
CCCGATTTAG
CGAAAGGAGC
CACCCECCEC

GCGAAAAACC GICTATCAGG GCGATGEECCC
TTTGEEGTCG AGGTGCCGTA AAGCACTAAA
ACCTTGACGG GGAAAGCCGEG CGAACGTGEEC
GEECCCTAGG GOCCTGECAA GIGTAGCGGT
GCTTAATGCG COCCTACAGG GOGCGTCCCA

ACTACGTGAA
TCGGAACCCT
GAGAAAGGEAA
CACCCTECEC
TTCACCATTC

CCATCACCCT
AAAGEGAGCC
GCGAAGAAAG
GIAACCACCA
AGECTGCGECA

ACTGITGEGA AGEECCGATCG GTIGCEEECCT
ATTCAATATG GCGTATATGG ACTCATGCCA
ATTCAATATG GCGTATATGG ACTCGIGCCA
ATTCAATATG GCCGACTTGG CACCATGCCA
ACTGEEGAGG GGICTACTTG GCACGGTACC
AAGTCCGCCA TATTGAATTG GCATGGTGCC
GGATCAATAT ATAGGCAATA TCCAATATGG
CAATACTATG TATTGECCCT ATGCCATATA
TAGATAGCCC CTCCCAATGG CGGTCCCAT
CATAGCCACT COCCCATTGA CGTCAATGGT
TATGEECGEGT CCTATTGACG TATATGECEC
QCCCECCTGEG CTCAATECCC ATTGACGTCA
ATGCCTCATT GCCCATTCAT ATCCGITCTIC
TGECOCACTT GGCAGTACAT CAATATCTAT
GCCAAGTACG CCAAGGEGTAC ATTGECAGTA

CTTCCCTATT ACGCCAGICG ACCATAGCCA
ATTCAATATG GIGGATCTGG ACCTGIGCCA
ATTCAATATG GIGGATCTGG ACCCCAGCCA
ATTCAATATG GCGGACTTGG CACTGIGCCA
AAGITTGAGG AGEEGICTTG GCCCTGIGCC
AATAATGECG GCCATATTGG CTATATGCCA

CCCTATGCCA
GIATTCCATA
ATACCATATA
CTCTATATAT
CTCCCCCATT
ATAGGACCAC
ACGCCCCCTA
TAATAGTAAC
CTCCCATTGA

ATATGCTAT
TATGSGITTT
TGEECTTCC
GGICTTTCCT
GACGTCAATT
CCACCATTGA
TTGACGTCAA
TTGECAAGTA
CGTCAATGC

COGCGATGEC TGCCAAGTAC ATCCCCATTG ACGTCAATGSG GGAGGEECAA

GEECGTTCCA TTGACGTAAA TGEECGEGTAG

-2-

GCGTGCCTAA

TGEGAGGTCT

TGECCAGGTT
CCTATTGACG
TAATACCGCC
ATTGACGTICA
ACGCGTAAATG
CGTCAATGEG
TGACGGTAAA
CATTACTATT
GGTAAATGEC
TGACGCAAAT
ATATAAGCAA



Il

5701 TCCTCGITTA GEGAAC
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